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[Abstract] Recent studies have shown that mosaic loss of chromosome Y (mLOY) occurring
in peripheral blood leukocytes can increase the risk of all-cause mortality and age-related diseases
such as cardio- and cerebrovascular diseases. mLOY is a male-specific genetic variation, and
factors such as advanced age, smoking, and air pollution may be risk factors for mLOY. Genome-
wide association studies (GWAS) in recent years have identified numerous genetic loci associated
with mLOY. Basic research and analysis based on human gene databases suggest that mLOY has an
adverse effect on the occurrence, recurrence, and prognosis of cardio- and cerebrovascular diseases,
and the possible mechanisms are the "immune surveillance" and "common soil" hypotheses.
Currently, the main method for detecting mLOY is single nucleotide polymorphisms genotyping
microarray sequencing data or whole-genome sequencing data, and the former is more widely used.
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